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1
H o SCA D o SCA v o SCA
r 009169 0.0%265 -0.02829 -0.07071 0.0979 -0.14129° -0.02829 0.10614 -0.14468"
a 0.2235 0.6653 0.388 3 0.315 01933 0.059 9 0.707 7  0.158 5 0.054 0
* 0.10
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1(3) r -0.73175 0.31467 -0.95015 -0.037 54 -0.52174 -0.64273 -0.279 84 -0.674 93 -0.8% &
(0.471 0) a 0.4774 07%2 02019 0.9%1 06506 0556 0.8194 0583 03711
2(11) r 0.41047 0.04242 000263 -0.01733 0.56023" -0.37404 0.16232 0.34310 -0.252 57
(0.452 3) a 02009 0.90L4 09939 09596 00731 02571 0.6335 03016 04537
3(22) r 0.19% 17 007679 01207 013115 -0.02379 -0.15049 0.159 52 -0.061 89 -0.123 (2
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( Eucalyptus p. )

[15]
1
2.2

190 , 23 (0 <0.10)

RAFD , AA  Aa, AA  Aa
50 % , Aa x Aa
25%, aa 6.25%, A- 93. 75 %;

, , Aa X aa
50 %, aa 25%, A- 75 % ,
) , 0.937 5;
, 0.75; 0,
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( )
(D) H o/ SCA D o SCA Y o SCA
1x2(18) 0008 0558 0162 0208 -03BM4 0A6TY 02008 <0305 02097
(0.513 9) 0.700 0.021 9 0.6459 0351 0.116 2 0.412 6 0.267 01193 0.297 5
1x3(16) 0.1%9 09 02846 0342 0.087 3L 0387  -0.394 0.145 8 0325  -0.306 8
(0.509) 0.459 8 0.270 0 0.178 2 0.747 8 0.288 0.2435 0.5% 8 0.286 0.247 7
1x4(8) 0.04 % 0.0063  -0.507 9 0.446 61 0127 03B 0.404 68 0087  -0.31 27
(0.5% 6) 0.830 0.988 2 0.198 7 0.267 3 0.772 2 0325 0.3200 0.80 1 0.3383
2x3(8) 0308 0083 0.0%5 53 033% " 01672 0.067 2 035" 0185 0.067 40
(0.497 9) 0.053 0.831 8 0.8210 0.040 6 0.2838 0.7156 0.027 7 0.205 0.667 6
2x4(14) 0.429 63 -0.406 86 0.040 47 0.551 4" -0.38 9 -0.164 43 0.50®B* " -0.547 9 -0.149 36
(0.519 5) 0152 0.148 8 0.890 8 0.040 9 0.2 4 0.5%43 0.046 3 0028 0.610 3
2x5(3) 0.721 72 -0.95 2 -0.297 & 03820 -0.251 2 -0.761 48 0.324 97 -0.262 5 -0.9% 31 "
(0.58 2) 0.48 7 0.191 7 0.795 0.780 4 0.8%83 0.4489 0.709 3 0.8%0 7 0.064 7
2x6(8) 04178  -0.081 03 0.21 47 0.404 85 0.22 02 0.180 03 0.402 31 0.179 8 0.38 10
(0.557 6) 0329 0.848 7 0.5 1 0.3198 0.563 6 0.660 7 0.2125 0.6710 0.4%50
3x4(9) 0757 " 0.08140 0.331 4 0.567 3 0.284 17 0.1 53 067 %" 01%13 0.3 %
(0.4 4) 0.045 0.848 0 0.425 0.158 0.4% 2 0.7418 0.064 5 0.641 6 0.467 9
3x5(6) 0196 -038B 04771 0785 0298 070" 06420 -0.2463% 07047

(0.541 0) 0.7 4 0.562 2 0.3%5 4 0.118 8 0.648 3 0.067 1 0.1419 0.6380 0.060 7
3x6(12) -0.063 87 00219  -0.164 % 0MB®R -0 -0.187 17 -0.146 B 0080  -0.24809
(0.501 2) 0.831 6 0.8% 4 0.609 3 0.64 1 0.65 1 0.560 2 0.650 0 0.7 6 0.4% 9

Deo 0.05 D* 0.10
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H (oY SCA D (oY SCA \ o SCA
r 0.021 16 -0.033 78 0.019 62 0.28286* * * 0.2295 * * * 0.007 57 0.22815* ** 0.2872* ** 0.00405
o 0.779 2 0.6544 0.7%9 0.0001 0.0024 0901 0.0022 0.0022 0.972
Lxox o 0.01
4 ) 0.01
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Correlation between RAPD-based Parental Genetic Digance and
Filial Performance o Chinese Fir
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(1. Nanjing Foredry Universty , Nanjing 210037 , Jiangsu, China;
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Abstract : RAPD-based genetic digance between 30 parentd trees o Chinese fir ( Cunninghamia | anceol ata)

and its corrdaion with hybrid performance in height ( H) , diameter breas-high ( DBH) and wolume (V) as
well as their variation codficients ( Cv) and ecific combining ahility vaues ( SCA) were caculated. Parentd

genetic digance was negatively corrdated at 0. 10 of sgnificance level with SCA in DBH and V , but not sgnifi-

cantly correlated with other factors. With the 6 groups of parents divided by duser andys's, intra-group genetic
d stance was not sgnificantly corrdated with hybrid perfformance , and medium inter-group genetic didance was
ggnificantly corrdated with H, DBH, and/or V a 0.05 levd. Hybrid value based on the number of marker
loci relaed with volume at 0. 10 dgnificance level was sgnificantly corrdated with DBH and V aswell asther
Cv & 0.01 levd . The concdlugons came to that RAPD-based parentd genetic digance would be va ually refer-
able for parental grouping and vol ume-dgnificant loci be rdatively great potentid in parenta grouping and hybrid
performance prediction in Chinese fir breedi ng practices.
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