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( 1) 10g 8 47 15. 46 15
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1.2 11. 03 17.34 15
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1.2.1  JR4F DNA #3 SDS 013 1414 s
DNA 1.5 g ,

N , 100 mL , (1 000 mmol* L™ 'Tris HCL, 50
mmol*L” 'EDTA, w= 1. 5%SDS,w= 1%B- C2HsSH, w= 2%PVP) 20 mL, 65 C 2
h, 20mL (24 1) , 20
min( ), 4 000 r*min” ' 15 min, , ,

, . 70% , 2ml 1 TE(10
mmol*L” ' Tris HCI, 1 mmol* L™ "EDTA, pH 8. 0) 10 mL ,
(24 1), ,3000r*min_ ' 10 min , 1/10 3 mol
Lt ,2 , , 3 mlL
, 1 TE
1.2.2 DNA % B AW 7 & 15 ML DNA , 5 UL, ,  L5%
, 5Vean ! .EB \ FR 200
\ DNA RNA

100 UL DNA , 1 TE 20 UV-2401PC

260 280 nm . ODax/ OD2go 21.7~ 1.8, DNA

DNA : DNA (MgemL™ ") = 0D % 50 %

DNA (Hgeg")=DNA  x / (8)
1.2.3 RAPD £## 1k : , 350355360365 37.0
37.538.0 385 39.0 39.5 40.0 42.0 45.0 48.0 50.0 55.0 C 16

Mg Mg PCR : 1.52.0 225 3.0 3.5 40
mmol*L.” ' 6

Taq : Taq , 7 :0.60 0.75 0.90 1.05 1.20 1. 35
1.50 U

dANTP :0.50 0.75 1.00 1. 25 1.50 1.75 2.00 2.25 2. 50 2.75 mmol* L™ '10

: 0.075 0.100 0.125 0.150 0.175 0.200 0.250 0. 300
0.350 0.400 0.450 0. 500 BmolT1.” '
DNA : 5 10 15 20 25 30 35 40 45 50 60 70 80
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90 100 110 120 ng DNA
PCR 20 UL, PCR GeneAmp PCR System PE9600 DNA
:94 'C 3min~ [94 C I min_ (35~ 55 C) Imin_ 72 C 1 min 20 sec] 40 “72
‘C8min_ 4 C
2 ERG40
2.1 DNA
2.1.1 DNA R4 5 I oK A2 11
DNA ,
1 DNA .
DNA , ,
RNA, RNA )
RAPD R RAPD ,  DNA 1
. Wikie "
[ 10] 2 SDS DNA
2.1.2 DNA & B4 69k &8 DNA  / DNA /
AZ({) AZ&) A26(/A2&) (ug, ml~ 1) (p, . o 1)
( 2 , DNA EE
260 tm 280 nm 217 1101 192 2117 11 1411.4
1.8~ 2.0 , 2172 1126 1.93 2172 03 1448.0
1825 095 192 1825 (2 1216.7
RAPD DNA 1780 0.97 1.78 1779 51 1186.3
823. 8~ 1448.0 Ug. o' , 1531 0.87 L79 1530 80 1.020.5
1236 0.683 1.80 123576 83 8
1243 0.676  1.83 1243 16 28 8
2.2 RAPD . ) 1456 0.792 1.84 1456 47 971.0
2.2.1 AFlEE OKim B A RAT RAPD &9 L6006 083 186 1605 % 1070.7
#rh PCR , 1269 0715 178 1269 21 846 1
35~ 55 C 1. 908 1. 46 1.83 1907 R 1271.9
16 ,
DNA RAPD 23 2 36~ 37.5 C
’ 37 5 OC ’ ° )

= W = L] = i =
W w o ("] ~ r~ 20
~” (g’ ~ ” ~” Lag’ ”
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2
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, 5 , 0.45 Umols 1™ !

, 0.40 Hmol*L.™ ! ,

2 8 8 28 8% 88282 8
1.5 20 25 30 35 40 g ; ; pre. ; g "c;‘ : = & -
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4 Mg* 5
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, 6 , DNA
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(7 ,
PCR
1. 75 mmol* 1, !

" e 8 8§ 3 2 8 8 8 s
S dN—Ii'.'f;J_Q .’[_mnmnl‘- I.F;;l o
7 dNTP
2.2.6 TaqBEe &89 %h Taq
0.75,0.90,1. 05, 1.20,1.35,1. 50U 6 s
, L5U ,
3 #w5itiw
RAPD DNA s
SDS CTAB DNA
DNA
CTAB
PCR )
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, DNA
[11] Mg2+
, dNTP DNA
s 1.25 mmol*L™ '
PCR
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DNA
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Study on the Optimization of RAPD Conditions of
Dendrocalamus latiflorus Munro

XING Xin-ting, FU Mao-yi
( Research Irstitute of Subtropical Foresry, CAF, Fuyang 311400, Zhejiang, China)

Abstract: Based on the genomic DNA of Dendrocalamus latfflorus, some essential factors that might affect the re-
sults of RAPD were compared and the optimal RAPD readtion system for D. latjflorus was established. The opti-
mized condition for 20 UL, reaction system were 2 HL, 10 diploid buffer, 50 ng template DNA, 2. 5 mmol* L~ 'Mg-
Cl, 1. 5U Taq DNA polymerase, 1. 75 mmol* L~ 'dNTP and 0. 4 Hmol* L7 ! Random primer. The optimized reac-
tion program was initially at 94 C for 3 min, followed by 40 cycles & 94 C for 1 min, at 37. 5 'C for 1 min,
a 72 C for 1 min 20 sec, and then held at 72 C for 8 min, and finally kept at 4 C.

Key words: Dendrocalamus latflorus; DNA; RAPD; PCR; optimization



