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Progress in the Sdection o Plant Near Isogenic Linesand
Its Application in the Genetic Improvement o Forest Trees

ZHUGE Qiang, ZHANGBo, HUANG Minren, WANG Ming-xiu
(Laboratory of Forest Genetics and Gene Engineering, Nanjing Forestry Universty Nanjing 210037 Jiangsu ,China)

Abgtract :Near iogenic lines were inportant base for the condruction of nolecular genetic mgps, QTLs location
and nolecular merkers-asi ged breeding. There were severa methodsfor the sdection of near iogenic linesin-
cluding selection by multiple continuous backcross, i lation from mutants, selection in the muitiple continuous
backcross combined with nmolecular markers and selection from the meterid sdf higher generation. Progresson the
sdlection and application of near isogenic lines of the inmportant crops was described. Moreover ,combined with
characters of fored trees, an idea was put forward which was that plants of Salix with short cycle of growth
shoud be sdected for the egablishment of near iogenic lines and would become a nodel geciesfor the genetic
improvement of fores trees on the base of the near isogenic linesdof Salix.

Key wor ds:near iogenic lines;section ;genetie and imporement of fores trees;nodd plant



