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2.1.1 5 3
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Mating Sysem and Genetic Diversity Proportion in Finus bungeana

LI Bin, QJ Wanrchun
(Research Inditute of Foredry ,CAF Bdjing 100091 ,Ching)

Abstract :The meting sysem d natura populaion in Pinus bungeana was andyzed by agpplying i ozyme garch
od techrology , and the outcrossng rates of multilocuswas 0. 451 0.522 , which ganded at lower levd comr
pared with other pines and which was accordart to its lower gene flow and heterozygosty. The reasons leading to
lower outcrossng rate were discussed. The genetic differentiation codficient of famly reached to 0. 322, which
was higher than thet of population. The genetic variation among naturd populaions, haf-gb families, and
progeny individua s within haf-db families counted up 0. 133, 0. 279 and 0. 588 , reectively. The genetic di-
versty proportion o the three levels equaed approximetely 1 2 4. The results provided an important bag's for
tree breeding and gene conservation in Pinus bungeana.

Key wor d : Finus bungeana ;outcross ng rate ;genetic differentiation codficient ;genetic diverdty proportion



