2006,19(6): 725 728
Eorest Research

: 1001-1498 (2006) 06-0725-04

CTAB D NA

1 1 1 1 1 2+
) ) ) ) )
(1 , , 100102;
2 , 100091)
CTAB CTAB CTAB- DNA ,
(UV3300) PCR DNA ,  DNA PCR
CTAB- DNA
DNA; CTAB
' S795 A

Extract Genam ic DNA fran Phyllostachys edulis by CTAB-Based M ethod
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Abstract: CTAB method, mproved CTAB method, mproved CTAB -high salt precipitation method were used © ex-
tract genomic DNA fram the leavesof Ph edulis The DNA sanplesobtained were tested by UV gectrophotometer
3 300, agarose gel electrophoresis and PCR method The differences in yield, quality and PCR reault of the ob-
tained DNA were compared The reaults revealed that mproved CTAB-high salt precipitation method was an inex-
pensive and reliable method for the genamic DNA extraction of Ph  edulis
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