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RAPD Analysison the Genetic D iver sity of W ild and
Cultivated Populations of M usella lasiocarpa
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Abstract: Randam amplified polymomphic DNA (RAFD) was anplified o study the genetic diversity and genetic
structure of M usella lasiocarpa based on welve wild and cultivated populations 10 primerswere sreened © us,
and 88 bandswere amplified, amongwhich 85 were polynomphic At Pecific level, the percentage of polymoiphic
bands, the genetic diversity index and Shannon infomation index were 96 59%, Q 289 0 and Q 441 & The tal
gene differentiation (Gst) was Q 568 2, which indicated 43 13% of genetic variation resided within populations
and dlightly higher than that anong populations The genetic identity anong populations ranged fran O 66 © O 95
The reaults from cluster analysis showed that the genetic distance anongwild populationswas close, and was con-
sistent with their geographical distribution pattem; the genetic distance anong cultivated populationswas far and was
not consistentwith their geographical distribution pattern
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