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Abstract: To gpply ISR to genetic breeding of tung oil tree (Vemicia fordii) , both the single factor test and the
orthogonal diagran were used © optimize the ISR amplification systam of tung in four faciors (Tag DNA
polymerase,Md *, dNTP, primer) at three levels repectively Therewere sme differences betveen the results of
the twwvo methods Through comprehensive analysis, a ditable ISSR-PCR reaction systen was established: 20U L

reaction system containing L 0 U Tag DNA polymerase, 2 Ommol- L *Md*, @ 20mmol- L *dNTP, Q 44 mol
- L 'primer, 1 x PCR buffer, 40 ng tenplate
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